a5

nl a3 o4
LQ0QQ0000000Q00QQQ0Q
100 110 120 130

al
TT 0000000 Q00 0000000000000000Q
20 30 40 50 60 70 80 90
1UPH A GARASVL SGGELDKWEKI RLRPGGKKQYKLKHI VWASRELERFAVNPGLLETSEGCRQI LGQLQPSLQTGSEELRSLYNTI AVLYCVHQRI DVKDTKEAL DKI EEEQNKSKKKAQQAAADTGNNSQVSQNY
-

10
ACC T T O N T O W O O O D HE T I W =W I S
I | | . .| |
* * * * *

hyd —
1UPH A * % % %

a2




